Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.066; wR factor = 0.185; data-to-parameter ratio = 13.5. 
The title salt, C 12 H 9 N 2 + ÁCH 3 O 4 S À , contains an almost planar phenazinium cation [largest deviation from the least-squares plane = 0.040 (3) Å ] and a methyl sulfate anion. The sulfate moiety of the latter is disordered over two sets of sites in a 0.853 (5):0.147 (5) ratio. In the crystal, the cations and anions are arranged alternately in layers parallel to (010). The cations pack along [100] with a tilt angle of 28.96 (4) between this axis and the mean plane and are linked through interplanarinteractions [shortest interplanar distance = 3.421 (4) Å ]. N-HÁ Á ÁO hydrogen-bonding between the cations and anions is also observed.
Related literature
For background to the use of phenazine in crystal engineering, see: Laursen & Nielsen (2004) . For a related structure, see: Meszko et al. (2002) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Table 1) , which also play an important role in the stabilisation of the title structure.
To a solution containing phenzine (1.0 g, 0.0056 mmol) in n-butyl acetate (20 mL) was added dimethyl sulfate (5.4 mL, 0.057 mmol). The resulting mixture was continuously stired at 373 K for 1 h, then the orange reaction solution was cooled to 283 K. The precipitated yellow solid were collected and recrystallized in ethanol.
Refinement
All H atoms were geometrically fixed and allowed to ride on their attached atoms, whit C-H = 0.93 Å and U iso (H)= 1.2U eq (C) for all phenzine H atoms, and C-H = 0.96 Å and U iso (H)= 1.5U eq (C) for the methyl group. The proton attached to the phenazine N atom was also geometrically fixed, with N-H = 0.86Å and U iso (H)= 1.2U eq (N). The sulfate part of the anion was modelled as disordered over two sets of sites in a 0.853 (5):0.147 (5) ratio; O atoms of the minor component were refined with isotropic displacement parameters. 
Computing details

Figure 1
Molecular structure of the title compound with displacement ellipsoids at the 50% probability level. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
